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8-fold

NAYNY )\

o000 o 00
M13mp1l8

sample | ommaom | otsaron | wenca |

otal # of DNA | Mean Cq Error

100x 6.7 x 1010 6.7 x 1010 1.79 0

10x 8.4 x10° 8.4 x10° 6.02 1.59

1x 1.0 x 10° 1.0 x 10° 8.80 1.32

0.1x 1.3 x 108 1.3 x 108 13.33 1.59

0.01x 1.6 x 10’ 1.6 x 107 18.41 0.96

0.001x 2.0 x 10° 2.0 x 106 21.72 1.00

0.0001x 2.6 x10° 2.6 x10° 24.25 0.20

0.00001x 3.2 x10% 3.2 x10% 25.22 0.05
P 0 1.3x10° | 2529 | 0.155

(dH,0)

12.000

10.000

8.000

6.000

Log Starting Quantity

4.000

2.000

0.000

Quantifying phage M13 DNA by gPCR — Standard Curve

Serial dilution of M13mp18

100x
{ IS ® Standard...
“e.., 10x
l_..'.T'
........ 1 X
........ 0.1x
0.01x
T 0.001x
y=-0.2483x +11.379 @
Baseline=1.3 x 10° R2=0.9827 "+-....0.0001x
\ . NC
L
0.00001x
0 5 10 15 20 25 30

Cq (# of cycles)

* Baseline of detection = 1.3 x 10° copies/ulL
* Linear equation, R?=0.98271

This standard curve was used in the absolute quantification of our samples.



Quantifying phage M13 DNA by gPCR — Control Samples

10-fold serial dilution of M13KE 12,000
10ul 10ul . ® Control
r\{\ r\ 10.000 l}g)—(i
000 0.1x y= —0.3483x +11.379
(N ] () > ,_r'_| R“=0.9827
e el 0.01x
£ 6.000 ".0.001x
M13KE 90 uL dH,0 £ e
o ©0.0001x
Sampl e EXp ected Observed Standard 3 4.000
Total # of DNA Total # of DNA | Mean Cq Error
100x 5.0 x 1010 4.63 x 1010 2.87 0
2.000
10x 5.0 x 10° 1.50 x 10° 8.87 0.54
8
1x 5.0 x 108 3.57x10® | 11.38 | 0.76 o000 e
0.1x 5.0 x 107 3.58x107 | 15.41 | 0.57 ° ° 1 v 20 * * ®

Cq (# of cycles)

0.01x 5.0 x 10° 2.60 x 106 19.99 1.31

0.001x | 5.0x10° 570x10° | 22.65 | 030 | e Bgseline of detection for M13KE = 2.36 x 10% copies
0.0001x 5.0 x 104 1.84 x 10° 24.62 0.17

Negative Control samples were compared to skin swab samples

Control 0 2.36 x 104 28.22 2.82
(PBS)




Quantifying phage M13 DNA by gPCR — Swab Samples
10-fold serial dilution of M13KE

10uL

10uL

PR

M13KE 90uLdH20
sample | et | rorme Laency | ST
100x 1.0 x 1010 2.86 x 1010 7.75 0
10x 1.0 x 10° 1.12 x 10° 9.38 0.89
1x 1.0x 108 1.31 x 108 13.13 0.65
0.1x 1.0 x 10/ 2.56 x 107 15.99 0.26
0.01x 1.0 x 10°% 7.68 x 10° 18.09 0.13
0.001x 1.0 x 10° 4.61 x 10° 18.99 0.71
0.0001x 1.0 x 104 7.20 x 10° 18.21 0.24
|\|Ctz>gnattri(\)/le 0 7.04 x 10° 18.24 0.13

(PBS)

Log Starting Quantity

12.000

10.000

8.000

6.000

4.000

2.000

0.000

100x ® Skin Swab
e,
100x e Control
. 10X
';:H 1x
10x @
y =-0.2483x + 11.379
O 0.1x R?=0.9827
1x e '
° 0.01x
Limit of Detection = 10° \5‘ 0.1x htg—*
—————————————————————— S X1
0.01x
—@—
0.001x ©0.0001x
@
0.0001x
NC NC
@ : @
0 5 10 15 20 25 30

Cq (# of cycles)

Limit of detection for human skin swab = 1.0 x 10° copies
Contaminating sequences on human skin
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